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cgagagcctg 

ggcaaacatg 

aacaggagaa 

acaaatttta 

ggggcaaata 

gagtctgaaa 

cttggaccat 

ttttaaagta 

gctgaagttc 

catacttatt 

tgaatacatg 

cctataatat 

gaagtgcaag 

tctgctggtg 

gactgccttg 

gaaagcccag 

gcagtgcatc 

ggtactgaat 

tfcatactacc 

gcttcaaagc 

actcagtact 

ctttcttgtg 

acagccactc 

atatatctat 

gcctatattc 

cagttaaaat 

caaatttatt 

acaagtttag 

ccagcattct 

ggttgctgtc 



aattcactgt 
aagtcaggcc 
atcaatggtt 
tgcaaatatc 
ctctgcgatc 
ttctgccatt 
tctcatgcca 
actcttacag 
tggttaccca 
tgttggctta 
ttcatgagag 
ggaactctgg 
attctcttat 
ttttgttcaa 
gtactgccga 
ctcctgtgtg 
agccagtaaa 
ctgcaaagca 
tcttctttct 
tggagctatt 
ctccttcaat 
ccctcaattt 
tcaatagaga 
gcatacatat 
tccctacaag 
ggtttacttt 
ttattatcct 
ttctttttgt 
catggggtag 
agactatacc 



cagctttgaa 
tctggtattt 
ctgccaatta 
ctgacattgt 
tcactaagac 
ctcagttatc 
actattactt 
gaggatattt 
taggatgtgc 
caaaaaagaa 
cagtgaacac 
cacccaggca 
ttccgggacc 
tctggaagaa 
gtcctctcaa 
ctcactggga 
acaaacacat 
aatgagcagc 
gtagggatga 
ttatttctga 
tgctgaaccc 
tctttttaaa 
gctatgtctt 
atacacacat 
aatatttttg 
gttcaagtta 
attttctacc 
agatcatatt 
agcagaatat 
catggtgcct 



caci 
ctttctscttc 
tgagatottt 
cci 

aaaaggaagi 
caacaacagt 
ctgcaaccta 
gcatatttat 
agcctttgtt 
gtattcatcc 
agccaaaaaa 
tgaagcacgt 
acggagagtc 
tgactgtatc 
aacaaacacc 
gtggaatccc 
ttacaagaaa 
caaggaccag 
gaattcctct 
gatgttgatg 
cagttgacca 
aatacttcta 
acattctttc 
atgtatataa 
ctccagaaag 
gtggtaggaa 
attatctatg 
aaaattgcaa 
tcatttagcc 
ctgggcttga 



gaggactgtt 
tgcttgcgca 
atatttcaca 
aaaatgcagt 
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gta< 
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aatgttttaa 
catctgtccg 
tttaatcagt 
tgaactgtac 
ttttaccaag 
catgactgct 
ctctgctgct 
aattcataat 
acatgttctt 
acattgcccg 
ttttcatggt 
acaaaatcat 
tgaaagctgc 
caggtcaaaa 



aactgtttct 
ttaaagtttt 
acggaggtgt 
tgctgaaagg 
tgtccattaa 
ttctatacaa 
atcctcctcc 
tttgttgcca 
ttttgggatg 
accctaacgg 
cagatgtgac 
tcctcaactt 
acatacatct 
gattttaaca 
cagctttgga 
:ctgctccta 
fatgccagg 
;ttcacta 
rggagat 
attagtacat 
Lgatg 
tgacagccca 
caatagQttt 
gaatata\tt 
ttd 



ctttaatggg 
agttactata 
tggtccccat 
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cagcctggag 
cagaggccac 
ctacc\qcat 
ctctcal 
gaatatgal 
tattttctct 
caacatttgt 
tgcttatagt 
atgtgtaatg 
gttctgtttt 
tttgcaggtt 
tggcctggtt 
gatgaataat 
atcaaagaga 
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cagccctcca 
taggtattct 
tcataattcc 
aaccacacag 
tggctagaaa 
ittcctgtc 
a&ctttaggt 
ttcusaagtga 
ctgga^gtgt 
cagctgactt 
tctgtgtgl 
gtccaagct< 
aattcacaaa 
ttttaacagt 



gacctgggtg 
tgctcccaga 
aggatctgtg 
cctggaaatt 
gattcttaaa 
tgcatgccca 
aaactgggat 
gacccgatat 
acagtacagt 
ggacaacctg 

gggtggggta 

tgcctcgaca 
itttctgtga 



gaattccagg 
ggctgaagtc 
aagagcacat 
ggccctggcc 
tatgtggaat 
aggcttctga 
tatgttgtag 
gtcattatgc 
actgaacttg 
actggctttg 
tggggaggag 
catcctcatc 
aatcaaatcc 
caaagaataa 



gttgagagac 
accctgggaa 
atgtgtcagg 
cttcaagata 
atgattattc 
agcagccaat 
tttaacattt 
atacttatat 
taatttgaat 
cacaggtgtt 
aaccttcatg 
cccagcatgg 
agttttaaga 
acatttgata 



tcccctgagc 1860 
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gcacaattcc 1980 

gccttcttta 2040 

ttagctggaa 2100 

gtcgatgcaa 2160 

tgtaactgtg 2220 

tatcttaagc 2280 

ctagtatggt 2340 

ccctgagttg 2400 

gtggcccacc 2460 

gacacctcaa 2520 

ggagccactt 2580 

ttcagcaact 2640 
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Met Lys Ser Gly 

1 

Val Leu Thr Gly 
20 

Phe His Asn Gly 
35 

Gin Gin Phe Lys 
50 

Leu Thr Lys Thr 
65 

Lys Phe Cys His 

Tyr Asn Leu Asp 
100 

lie Phe Asp Pro 
115 

His He Tyr Glu 
130 

He Gly Cys Ala 
145 

Cys Trp Leu Thr 



Leu Trp Tyr 
5 

Glu He Asn 

Gly Val Gin 

Met Gin Leu 
55 

Lys Gly Ser 
70 

Ser Gin Leu 
85 

His Ser His 

Pro Pro Phe 

Ser Gin Leu 
135 

Ala Phe Val 
150 

Lys Lys Lys 
165 

Phe Met Arg 



Gly Glu Tyr Met 
180 

Leu Thr Asp Val Thr Leu 
195 
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Phe Phe\Leu Phe 
0 

Gly Ser A\a Asn 
25 

He Leu Cys 
40 

Leu Lys Gly Gl^ 

Gly Asn Thr Val 
75 

Ser Asn Asn Ser 
90 

Ala Asn Tyr Tyr 
105 

Lys Val Thr Leu 
120 

Cys Cys Gin Leu 

Val Cys He Leu 
155 

Tyr Ser Ser Ser 
170 

Ala Val Asn Thr 
185 



Cys Leu Arg 

Tyr Glu Met 
30 

Tyr Pro Asp 
45 

Gin He Leu 
0 

r He Lys 



Phe CVs Asn 
110 

Thr Gly' 
125 
Lys Phe T: 
140 

Gly Cys He 

Val His Asp 

Ala Lys Lys 
190 



lie Lys 
15 

Phe He 

He Val 

Cys Asp 

Ser Leu 
80 

Phe Leu 
95 

Leu Ser 

Tyr Leu 

Leu Pro 

jeu He 
160 
Pr& Asn 
175 

Ser Arg 
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Met Gly Asn Cys Th] 



!er Ala Cys Asn Gly Ala Tyr Gly Thr Asn Ala 
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Met Gly Asn Tyr Thr Asp Ala Cys Asn Gly Ala 
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Gly Thr Asn Ala 
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